PharmaGPEP

A nove peptide-ligand cand datelibrary
based on bioinformatics

Peptide ligand candidates were searched from human genome sequences
based on highly advanced bioinformatics, and synthesized.

Finding a novel peptide ligand for an orphan GPCR has been a very
difficult task. PharmaGPEP makes it more effedive, accurate and easy.
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>difficult to isolate each peptide from tissues
>difficult to extract enough amount of a peptide
>not suitable for high throughput screening that
requires large amounts of samples.

— make it difficult to discover anovel
peptide ligand for an orphan GPCR
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>make it possible to prepare samples at high
concentrations, and run more accurate screening
>make it possible to prepare large amounts of
sample, and run high throughput screening

- make it possible to run more efficient and
accurate screening for peptide ligands

Ligand Search from Tissue Samples

Ligand Search Using PharmaGPEP
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